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Research and Analysis of Pinellia Rhizoma and Typhonii Flagelliformi Rhizoma Based on Proteomics
Technology

WANG Yutuan, XING Sheng(Shandong Institute for Food and Drug Control, Shandong Research Center of Engineering
and Technology for Safety Inspection of Food and Drug, Jinan 250101, China)

ABSTRACT: OBJECTIVE To provide support for proper medication by researching Pinellia Rhizoma and Typhonii
Flagelliformi Rhizoma based on proteomics technology. METHODS Pinellia Rhizoma and Typhonii Flagelliformi Rhizoma were
subjected to enzymatic hydrolysis, peptide separation and mass spectrometry data collection were performed by nanoliter liquid
phase mass spectrometry, and data processing was performed using protein comparison software. RESULTS The two polypeptide
profiles were similar to each other, and there were strong absorption peaks near 14, 19, 52 and 55 min, and the chromatograms of the
two peptides were significantly different around 32 and 43 min. There were 1 346 kinds of polypeptides in Pinellia Rhizoma, and
312 species more in Pinellia Rhizoma than in Typhonii Flagelliformi Rhizoma. About 296 kinds of polypeptides were the same in
Pinellia Rhizoma and Typhonii Flagelliformi Rhizoma, the same polypeptides were 22% and 29% of the total species respectively.
Nine of the top 10 proteins were the same, and they were mainly lectin proteins, but the relative contents were significantly different.
CONCLUSION There are significant differences in the kinds and relative contents of the main polypeptides and proteins between
them, Typhonii Flagelliformi Rhizoma could not replace Pinellia Rhizoma blindly in clinical practice.

KEYWORDS: Pinellia Rhizoma; Typhonii Flagelliformi Rhizoma; proteome; polypeptide
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Fig. 1 Polypeptide chromatograms
A-Pinellia Rhizoma; B—Typhonii Flagelliformi Rhizoma.
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(Post-translational modification of Peptide)=0. Peptide
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3007 B AR E A 1) 2 IR 3007
A Z KRR 5 B2 IR SR 51 b 22%H129%,
UL 1) 2 KRR i 22 e W 8, S5 R LR L,
P& AT 10RY 22 IRZH 22 S B (i, 452R L
K2 TR BHET 1089 2 RGP AR 2 = P iy
GDYALVVHPEGKHIZK K 1 JGNYALVVHPEGR
2R EE AT B Z2 KA A . P AROR IR T K A2
B, 07E 22 RAL AL S AR B T R B

-1710 -

Chin J Mod Appl Pharm, 2021 July, Vol.38 No.14

W25 57, E— UL o0 o AR A
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Tab. 1 Results of peptide detection
ki Z KRR H LK FeRtEL EZMRAE
B (R KRR T 7 LBl %
A 1346 296 1050 22
KAEH 1034 738 29
K2 AEWMIOWE RBER
Tab. 2 Composition of top 10 polypeptides
FY PR EEZAK LR EEZ K
1 LAGVR LVIYGPSVFK
2 SAASLN(+0.98)SR  GNYALVVHPEGR
3 ALVVHPEGR GN(+0.98)YAFVVHPEGR
4 SAASLNSR AFFPENADDDTVR(sub Q)
5 NGNWQSNTANK AVGTNHLLSGETLDTN(+0.98)GHLR
6 SGWGNTK PLAFFPENADDDTVR(sub Q)
7 LTLTNR IYGPSVFK
8 LTITNR GELVIKN(+0.98)GDGSIVFR
9 ITITNR LVMQGDC(+57.02)NLVLYGGDR
10 GDYALVVHPEGK M(sub L)VIYGPSVFK
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Tab.3 Protein composition of top 10

P

PR AR

KR R

1

Agglutinin OS1=Pinellia
ternata PE=4 SV=1

Lectin OS1=Pinellia ternata
PE=2 SV=1

2 Lectin OS1=Pinellia ternata  Lectin OS2=Pinellia ternata
PE=2 SV=1 PE=2 SV=1

3 Lectin OS2=Pinellia ternata ~ Agglutinin OS1=Pinellia ternata
PE=2 SV=1 PE=4 SV=1

4 Lectin OS3=Pinellia ternata  Lectin OS3=Pinellia ternata
PE=2 SV=1 PE=2 SV=1

5  Lectin OS4=Pinellia ternata  Lectin OS4=Pinellia ternata
PE=4 SV=1 PE=2 SV=1

6 Agglutinin OS2=Pinellia 18.2 class I small shock hsp
ternata PE=4 SV=1 OS=Pinellia ternata PE=2 SV=1

7  Lectin OS5=Pinellia ternata  Lectin OS5=Pinellia ternata
PE=2 SV=1 PE=4 SV=1

8  18.2class I small shock hsp ~ Small heat shock protein
OS=Pinellia ternata PE=2 OS=Pinellia ternata GN=sHSP
Sv=1 PE=2 SV=1

9  ATP synthase subunit beta, =~ ATP synthase subunit beta,
chloroplastic OS=Pinellia chloroplastic OS=Pinellia
ternata GN=atpB PE=3 SV=1 ternata GN=atpB PE=3 SV=1

10 Small heat shock protein LOS4 (Fragment) OS=Pinellia

OS=Pinellia ternata
GN=sHSP PE=2 SV=1

ternata PE=2 SV=1

T SR A BT RHAR R o

Note: Differential proteins were identified in Italics.
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