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Application and Discussion on Ethical Question of CRISPR-Cas9 Gene Editing Technique in Medical
Research
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ABSTRACT: Recently, a report of the world’s first gene-edited babies shocked the global scientific community and the public.
Here we review the discovery and progress of CRISPR-Cas9 gene editing technology and its application in medical research.
More importantly, we discuss the effect of gene editing in human embryos and the important ethical issues behind this

controversy.
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