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Advances in Resistant Mechanisms of Clinical Isolated Bacteria to Tigecycline

CHEN Zixi, CHEN Fanghui(The First People’s Hospital of Hangzhou, Hangzhou 310006, China)

ABSTRACT: OBJECTIVE To review the research progress on the resistant mechanisms of tigecycline-resistant bacterias in
clinic. METHODS Base on the correlative reports in recent years, the resistant mechanisms of tigecycline-resistant bacterias
were illustrated respectively. Also, the epidemiology of tigecycline-resistant bacterias were analyzed subsequently. RESULTS
The resistant mechanisms of tigecycline-resistant bacterias mainly involved the efflux pump system and alteration of the drug
targets, as well as the occurrence of resistant enzymes. The RND efflux pump plays a key role in the efflux pump system.
Tigecycline-resistant bacterias has become a tough problem in clinical anti-infection therapy. CONCLUSION The definite
mechanism of tigecycline resistant remains elusive. Further study are needed so as to guide rational use of tigecycline in clinic.
KEY WORDS: bacteria; tigecycline; drug resistance; efflux pump
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cassette family, ABC); i 277 454040 M 73 b 5 ik
(resistance nodulation division family, RND); =%t
25 2K % (major facilitator superfamily, MFS);
/N2 i 24 2 )% (small multidrug resistance family,
SMR); £ 2 K& Y) hHF 5 5 (multidrug and
toxic-compound extrusion family, MATE). ¥
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I IR TT T A A T TAR KIS, HEEE I
IR, T LRI R I H AT 5 247 40
B AR IR 2R T 245 PR AH SCHLHI R 7, A G TG
CRIRHRIE o A SO 4 w0 B DA 25 AR T 245 AL )
fE—4iid .
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1.1 T 24579 2 A0 4 i 204 2R i
111 AcrAB AMER  FEBRBUEdet, Wt mkt
AT 2 W W R R 2, JF LB T 0 B 5
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G0 T X 5 0 P U g 62.1%, i 5 [ f) K
BIRAE 46.9% KBk 7 25 4 ) 24 [ AT 1 RE 41 B
BNk RS, LRI OB SR, 7R LN £
N 2 T R A R, WA B AR AT
B 96% X BRI FR AU S A B0t b R L,
T T B 2 M T 24 Jl AT VT Je8 40 B 0 0 3 25 1R AN B
TR (51%) B a1 T 7 2 M S UK i 4
AN (22%) . KT P=H ) 3% - % I (extended-
spectrum beta-lactamase, ESBL) Kt i'®,
R IR AU A 35% .
AcrAB  AMIFSEH WL I i TR R4 A 1R A

F, B I RND FGRG L, B4 3 DMK
oy WEEZEEA. RGEOMINEE .,
HHERE 12 B (AerB) 1 O W IBL G i B 1 AE A IR B

KARIRIEY), ARG MRS R E (AcrA) 3,
i M R AT W e e MR AR I ER R A
b T ARAMAI B B, 3R I K e A v 4 i
1) AcrAB AL AP R NI R AL R Ah, UK
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BH 40 o FF T B 7 R R R0 T B 35 14D i 2 1 A
BN N5 AcrAB A HEZE A P10,

TE R A WA B FIE I T AcrEF ARk
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CURAMIE R 110 MexXY AhHEZR 76 57 A= pR A 25 4k
HSAFAE, AT A A S A B R (1 R AR T 2 5 3k
IR 25, MRS P AT — 410 JS #5250
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