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Therapeutic Effect of Jiangzhi Decoction on Non-alcoholic Fatty Liver Disease and Its Effect on Intestinal
Flora and Metabolism for Patient

ZHU Yu!, HE Xuemin?, CHEN Ming®, SHENG Yun?, ZHANG Junfu?>, LU Wei?"(1.Department of Clinical
Laboratory, Tianjin Third Central Hospital, Tianjin 300350, Chzna, 2.Tianjin First Hospital, Tianjin Institute of Hepatology,
Tianjin 300231, China; 3.Tianjin Nankai Hospital, Tianjin 300100, China)

ABSTRACT: OBJECTIVE To investigate the therapeutic effect of Jiangzhi Decoction on non-alcoholic fatty liver
disease(NAFLD) and its effect on gut microbiota and metabolism. METHODS The 13 NAFLD patients were selected as the
patient group and 15 healthy volunteers were selected as the healthy group. The patient group were treated with Jiangzhi
Decoction and explored the therapeutic effect via the mechanism of plasma glucose and lipoid, function of islets of langerhans
and liver after 3 months, the changes of gut microbiota abundance in fecal samples were determined by 16S rRNA sequencing
technology and the changes of metabolites in fecal samples were determined by metabonomics technology. RESULTS There
was a big change on gut microbiota structure in NAFLD patients with a significant decreased diversity(P<0.05) and Megamonas
was dominant, Jiangzhi Decoction could significantly decrease NAFLD patients’ liver hardness and improve the mechanism of
plasma glucose and lipoid, function of islets of langerhans and liver with 3 months treatment. The relative abundance of Blautia
in the gut was significantly increased(P<0.05) and Faecalibacterium, Blautia and Bacteroides were dominant. Compared with
the pre-treatment group, the fecal metabolites of patients in the post-treatment group were significantly up-regulated by 68,
significantly down-regulated by 43(P all<0.05). There were significant differences in pyrimidine metabolism function and so
on(P<0.05). CONCLUSION Jiangzhi Decoction has good therapeutic effect on NAFLD and can regulate intestinal flora and
metabolic function in patients with NAFLD.

KEYWORDS: Jiangzhi Decoction; non-alcoholic fatty liver disease; gut microbiota; metabolic function
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g & D g 1A I
B /mIu-L! C fk/ng-mL-! HOMA-IR TG/mmol-L! HDL/mmol-L™! LDL/mmol-L~! GLU/mmol-L!
1.8~11.8 0.78~5.19 0~2.69 0.7~1.7 1.29~1.55 0~3.37 3.89~6.12
iR JF AR NE kAR
GGT/U-L! ALT/U-L™! AST/U-L™! TP/g-L™! ST B /kPa N Wi /db m™! BMI/kg-m
7~45 7~40 13~35 2.8~7.4 0~240 18.5~23.9
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Tab.2 Therapeutical effect of Jiangzhi Decoction on NAFLD patient( X £ s, n=13)
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Fig. 1 Effect of Jiangzhi Decoction on the gut microbiota structure in NAFLD patient
A-—distance heatmap analysis of NAFLD patients on gut microbiota diversity by Jiangzhi Decoction; B-PCoA analysis of NAFLD patients on gut

microbiota diversity by Jiangzhi Decoction.
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Fig. 4 Differential bacteria and change levels of gut microbiota in NAFLD patient before and after Jiangzhi Decoction treatment
A-significant different gut microbiota diversity between healthy, NAFLD patients before and after Jiangzhi Decoction therapy; B—D—changes of gut
microbiota relative abundance on Faecalibacterium, Subdoligaran and Blautia before and after Jiangzhi Decoction therapy.
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Fig. 7 Effect of Jiangzhi Decoction on metabolism in NAFLD patient

A—effect of Jiangzhi Decoction on metabolism pathway in NAFLD patient; B—effect of Jiangzhi Decoction on content of nicotinate in NAFLD patient;
compared with healthy group, "P<0.05; compared with pre-treatment group, 2P<0.05.
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