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ABSTRACT: OBJECTIVE To obtain the human Fas gene and express in wild-type S. pombe, and observe the apoptosis induced by
edelfosine in recombination yeast METHODS Total RNA of Jurkat cells was extracted by TRIZOL ragent First-strand ¢cDNA of

Juikat cells was synthesized by RT-PCR. The Fas genes were amplified by PCR and cloned into plasmid and fomed a relevant shuttle

carricr. The pREP3X-HA-Fas shuttle carriers were transformed into wild-type S. pombe by Electroporation. The active recom bination

was identified by Westem blotting and the apoptosis induced by edelfosine was observed. RESULTS An active recombination of

pREP3X-HA-Fas was identified from 33 single clones of transformed S. pombe. Edelfosine induced apoptosis in transformed S. pombe.

CONCLUSION

The pREP3X-HA-Fas shuttle carriers have successfully been transfommed into wild-type S. pombe;

and the

recom bination of pREP3X-HA-Fas possess an expressed activity. Edelfosine could induce apoptosis by Fas in S. pombe.
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Fig4 Exprssed profile of HA protein in S. pombe
M-Matker; 1-S. pombe wild-type; 2-S. pombe transferred with HA gene;

3-S. pombe transferred with HA gene and Fas gene
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Fig5 Expressed profile of Fas protein in.S. pombe
M - Marker; 1 - S. pombe wild-type; 2 -'S. pombe transferred with HA
gene; 3 - S. pombe transferred with HA gene and Fas gene

2.5 -

90.65% ,
2.80%,
3.74%  2.80%;
37.14%,
26.67%, 22.86%
13.33%. X , (P <0.01).
PI ,
1.24%, 50.17%.
(P<0.01). TUNEL
9.82%, PI 1.32%,
1 PTE-ET-18-OCH, 6 h

Tab 1 Numbers of apoptosis cells treated with PTE-ET-18-
OCH, for6 h

n

112 101 4 3 4
107 97 3 4
105 39 28 24 14

,¥ =53.6,P <0.01

Note: Compared with control group, ¥ =53.6, P <0.01
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